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Plant Virus Metagenomics: Advances in Virus Discovery
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Virus Research

Volume 246, 15 February 2018, Pages A1-A3

Metaviromics: a tectonic shift in understanding
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SPECIALISSUE: SEQUENCE CAPTURE
A new virus discovered by immunocapture of double-

stranded RNA, a rapid method for virus enrichment in
metagenomic studies
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Veronica bollonsii

Leptospermum scoparium (manuka)




Ageratum Latent Virusin New Zealand
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Ageratum latent virus (Ilarvirus, sSRNA) '-)

RNAT - 3481 bp

RNA2 - 2872 bp

RARP 2b

RNA3 - 2224 bp
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914 aa (out of 1097) 86.8% aa similarity

Replicase recovered

RdRp 594 aa (out of 790) 85.9% aa similarity

R NA
_ 294 aa (out of 294) 89.1% aa similarity
237 aa (out of 237) 87.4% aa similarity



What does it mean for the Veronica sp?

* Largely endemic
* Largest plant genus in New Zealand ,d
* 90-100 species, complex taxonomy Veronica bollonsi

To be determined:

* What is AgLV potential to cause disease in Veronica sp?
* What other plant species AgLV infects?
e Is it mutualistic virus? Why no symptoms?



What does it mean for the biosecurity?
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Biosecurity Implications of New Technology and
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Appearances Can Be Deceptive: Revealing a Hidden Viral
Infection with Deep Sequencing in a Plant Quarantine
Context
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Countries should identify what pests
already exist in, and which pests pose
a risk to, their native flora.
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Is virus already in the country?

Is It a new organism?

What is its host range?

What is its biology under normal/extreme
conditions?



Invest in basic research to determine the ecology
of known and new viruses with existing and
potential new plant hosts and vectors and develop
host-virus pathogenicity prediction tools
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Thank you!




