Nexus File containing the data matrix used in Leschen (2003) and trees shown in Figures 101-108.  

#NEXUS 

BEGIN DATA;

DIMENSIONS  NTAX=57 NCHAR=120;

FORMAT SYMBOLS= " 0 1 2 3 4 5" MISSING=? GAP=- ;OPTIONS  MSTAXA=VARIABLE ;

CHARLABELS


[1]
Frontoclypeal_suture
[2]
Mandible
[3]
Apical_teeth
[4]
Subapical_serrations
[5]
Mandibular_ducts


[6]
Lacineal_spines
[7]
'Galea:lacinea'
[8]
Maxillary_palpomere
[9]
Mentum
[10]
Mentum


[11]
Mental_pockets
[12]
Medial_carina
[13]
Labial_palpomere
[14]
Labial_palp
[15]
Width_of_ligular_membrane


[16]
Genal_spines
[17]
Tentorium
[18]
Cephalic_glands
[19]
Subocular_glands
[20]
Gular_line


[21]
Gular_line
[22]
Gular_fovea
[23]
'U-shaped_fovea'
[24]
Antennal_insertion
[25]
Antennal_club


[26]
Antennal_club
[27]
Post_or_subocular_carina
[28]
Ocular_setae
[29]
Supraocular_line
[30]
Supraocular_line


[31]
Vertexal_line
[32]
Stridulatory_file
[33]
Number_of_files
[34]
Temples
[35]
Pronotal_margins


[36]
Anterior_angles
[37]
Pronotal_bead
[38]
'Pronotal_W:L'
[39]
Anterior_prosternal_margin
[40]
Pronotal_callosities


[41]
Pronotal_carina
[42]
Teeth
[43]
Pronotom_at_base
[44]
Pronotal_pits
[45]
Pronotal_groove


[46]
Pronotal_gland_ducts
[47]
Glands
[48]
Gland_type
[49]
Prosternum
[50]
Prosternal_glands


[51]
Procoxal_cavity
[52]
Procoxal_cavity
[53]
Hind_closure
[54]
Edge_of_hypomeron
[55]
Trochantinal_notch


[56]
Procoxal_rests
[57]
Procoxal_rests
[58]
Procoxal_rest_bead
[59]
Rest_fovea
[60]
Mesosternal_fovea


[61]
Mesosternal_glands
[62]
Mesosternal_lines
[63]
Mesepisternal_pocket
[64]
Mesometasternal_articulation
[65]
Mesocoxal_closure


[66]
Mesosternal_process
[67]
Metasternal_line
[68]
Submesocoxal_lines
[69]
Metasternal_pores
[70]
Precoxal_lines


[71]
Precoxal_line_area
[72]
Metasternal_notch
[73]
Metepisternal_ctenidium
[74]
Ventrites_one_and_two
[75]
Length_of_ventrite_I


[76]
Intercoxal_process
[77]
Submetacoxal_lines
[78]
Submetacoxal_lines
[79]
Abdominal_pores
[80]
Abdominal_glandular_ducts


[81]
Discal_ducts
[82]
Marginal_ducts
[83]
Abdominal_calli
[84]
Scattered_calli
[85]
Metafurcal_lamina


[86]
Median_stalk
[87]
Aedeagal_strut
[88]
Aedeagus_at_rest
[89]
Articulated_parameres
[90]
Spiculum_gastrale


[91]
Spiculum_gastrale
[92]
Shape_of_gonocoxite
[93]
Margin_of_gonocoxite
[94]
Margin_of_gonocoxite
[95]
Gonostyle


[96]
Gonostyle
[97]
Gastrale_length
[98]
Spermatheca
[99]
Spermatheca
[100]
Accessory_gland


[101]
Spermathecal_duct
[102]
Spiracles_on_T6_and_T7
[103]
Femoral_crenulations
[104]
Tarsomere_1
[105]
Tarsomere_2


[106]
Tarsomere_3
[107]
Tarsomere_4
[108]
Tarsomere_4
[109]
Tarsal_shelf
[110]
Shelf


[111]
Empodial_setae
[112]
Elytral_length
[113]
Elytra
[114]
Scutellary_striole
[115]
Humeral_spine


[116]
Elytra
[117]
Epipleuron
[118]
Wing
[119]
Radial_cell
[120]
Anal_cell


;

STATELABELS  


1  absent present,


2  normal falcate,


3  two three,


4  absent present,


5  absent present,


6  absent one two three,


7  equal greater less,


8  'l_>_w' 'w_>_or_=l',


9  large small,


10  normal pits,


11  absent present,


12  present absent,


13  'l_>_w' 'w>_or_=_L',


14  subulate securiform,


15  'm_=_sclerite' 'm_>_sclerite',


16  present absent_or_poorly_developed,


17  spine spineless,


18  absent present,


19  absent present,


20  absent present,


21  'shall-weak' beadlike deep,


22  absent present,


23  absent present,


24  hidden exposed,


25  three four_or_five two,


26  round flat,


27  absent present,


28  present absent,


29  absent present,


30  above_eye beyond_eye,


31  absent present,


32  absent present,


33  one two,


34  absent present,


35  parallel widest_at_apical_half widest_at_base constricted_at_base,


36  poorly_developed well_developed,


37  normal thick absent,


38  'W_=_L' 'W_>_L' 'W_<_L',


39  smooth serrate,


40  absent present,


41  serrate smooth,


42  approximate widely_spaced,


43  flat_or_convex depressed,


44  present absent,


45  absent present,


46  absent present,


47  in_bead sublateral,


48  duct tubules,


49  short long,


50  absent present,


51  Internally_open closed,


52  open slightly_open closed,


53  pleuron 'prosternum_+_pleuron',


54  smooth notched spinose,


55  absent present,


56  present absent_or_reduced,


57  divided contiguous,


58  normal Toramus_type,


59  absent present,


60  absent present,


61  absent present,


62  absent present,


63  absent present,


64  monocondylic dicondylic flat,


65  open closed,


66  '<_coxa' '>_coxa' '=_coxa',


67  present absent,


68  absent present,


69  absent present,


70  absent present,


71  impunctate punctate,


72  absent present,


73  absent present,


74  free connate,


75  longer_than_II equal_to_II,


76  broad narrow,


77  absent present,


78  divergent parallel,


79  absent present,


80  absent present,


81  absent present,


82  absent present,


83  absent present,


84  no yes,


85  present absent,


86  well_developed poorly_developed,


87  narrow broad,


88  horizontal on_side,


89  absent present,


90  symmetrical asymmetrical,


91  narrow broad,


92  narrow dilated acute sinuate Platoberus Thallisella,


93  unmodified callosed,


94  unmodified granulate,


95  present absent,


96  apical subapical,


97  to_V2_or_V3 to_V4_or_V5 to_V1,


98  round elongate,


99  without_button with_button,


100  absent present,


101  coiled not_coiled,


102  present absent,


103  absent present,


104  '=_to_T2' '>_T2' '>T2+3',


105  not_lobed lobed,


106  not_lobed lobed,


107  reduced not_reduced,


108  exposed hidden,


109  absent present,


110  unmodified bifid,


111  zero one two,


112  '2-2.5x_width' 3x_width,


113  striate confused,


114  present absent,


115  absent present,


116  narrowly_explanate strongly_explanate,


117  incomplete complete,


118  present absent_or_reduced,


119  present reduced_or_absent,


120  present absent,

;

MATRIX

Biphyllidae        0010000000000?111000?00000000?10?0(01)10110000000??001200101000000000001(01)0100111(01)00??10000100100?0021011000000?0?100(01)001000

Cryptophagus       00(01)1021000000?0(01)1100?00100000?10?0000111000001000100?0100?0000111100101100000?011110001110000?000101?000000?0?201?000011

Lamingtonium       0010021000010?001001000100000?00?00001101?0100??0000?0000?0000000210001100110?00??10001110000?0001010000001?102001000000

Myriabola          0000021000010?100000?00000000?0100000110000100??10111010100000000000101100010?00??0?001010100?0021001000001?0?2001001011

Ancestor           (01)0(01)(01)0(01)(01)0000{01}0?(01)(01)(01)(01)0(01)000(01)00000?(01)(01)00(01)(01)011(01)(01)00(01)0(01)00(01)(01)(01)(012)(01)0(01)0(01)00000(01)(01)(01)(012)(01)0(01)(01)(01)100(01)(01)(01)(01)0(01)11(01)000(01)(01)(01)0(01)00?00(02)10(01)(01)00000(01)?(01)0(12)0(01)(01)00(01)0(01)(01)

Dacninae           10100{12}{01}{01}00000?001010?0000{01}00{01}10{01}10(02)10(01)001?010{01}0000021000{01}0000001110{01}0(01)0001101100??1(01)(01)00110120?1?00010000000?102001001000

Encaustinae        {01}0000201100011001101200101011100?0(02)101001?010100000210100?0010021101010001101001100?000110100?00010110000101102001001000

Erotylinae         000002{02}11000110111{01}1100{01}01011{01}00?02101001?010100010210(01)0{01}0001001120(01)?10001100?10??0?000110100?0001011002010110(01)001001000

Megalodacninae     0000000000010?00111120000101110(01)100101001?010100010210000?0010011201010001100?011010000110100?00000110000101102001001000

Tritominae         00(01)0021(01)(01)000(01)(01)001101100000011{01}0(01)10(02)101001?0101000{01}0210(01)0{01}0001001110(01)11000110(01)000??10(01)00110100?00(01)0(01)(01)00000101102001001000

Acryptophagus      0010030000000?001011200100001000?0011011011011100110?(01)100?001(01)1010011100101011011110(01)001111301010011000011010?1100111000

Anadastus          1100131000010?111011200111001100?00000001?1000??0010?1100?00101010001100001111?1111100?????20?01201010010101112101011000

Atomarops          000100000000(01)0(01)01011000000000?00?0000(01)10000100??0010?0001100(01)00112010000001010?1011011?????10?011101010101000?20110011??

Bolerus            00100300000010001011000100000?011001010001100110011111100?00101010010100101010?1101000?????00?000???000001010?1000001000

Brachypterosa      0000000000010?001011200000001001100001001?0100??001200000?00000110000100001010011010110110100?000????00211000?20110011??

Cathartocryptus    00(01)1020000010?001000?0000000(01)100?01101100100010010120001??0010021100010010101000??10110110110?0011010000000?0?20110(01)1011

Cladoxena          1100020000010?11101120010001100110000(12)001?1000??0010?1000?10000010001100001010?0??1000?????20?010001000101010?1101001000

Crotchia           0100030000000?1(01)1001200(01)0000110110000(01)001?1000??0010?0100?000000100111001010(01)1011010000111120?010011000001010?2101001000

Crowsenguptus      000102000000110(01)1011000000001001001001001?1000??00120011??000001100011100010{01}0010110110110100?000001100211010?1011011(01)11

Cryptophilus       001002000000(01)000101100000000(01)101000(01)011000000100001200(01)00?0010011{01}001110001010011110110110110?00(01)011000(12)01000?10110(01)1011

Dasydactylus       1110130000000?111011200111011100?00002001?1001100010?0000?0010001000110000100?011110000111120?012001000001010?2101001000

Empocryptus        00010200000(01)1(01)00101100000000100100010110000{01}01000010?0(01)00?000001110(01)111000101010??10000110100?000001001001000?2001011011

Fitoa              0010020000011001101120000000100110300100(01)11001(01)10110?0000?00101010001100001(01)(01)000??10000111100?000001100001010?1001011001

Hapalips           00(01)00300000010001011(02)(01)000000(01)(01)0(01)1(01)000(01)10{01}10{01}00(01)1(01)0(01)10(01)100?0000001001111(01)1011100(01)(01)(01)10000111100?0001(01)1000001010?210(01)(01)(01)100(01)

Henoticonus        0000020000100?001010?01000001111110000101?0001110011?0000?0100101000111000110??1010?00?????00?0001010000000?0?2000001000

Languria           1100031000010?111011200111011100?0000(02)001?000100101100000?0010001000110000110?011111000111120?01210?00020101112101001000

Lepidotoramus      0001020000000?00101100000000100100000110000001000010?0000?0010011201011000101000??10000110110?00011100100100102001001011

Leucohimatium      0000010000100?101010?00000000?10?000001100000101101100000?0000101000011010110?00??0?00001013000111001000000?0?2001001001

Loberogosmus       0010020000100?101010?01000001110?10101101?0000??001100000?0000101000011010110?01010?000?101??????????001000?0?2000001001

'"Loberolus"'      {01}1000300000010011011200100001100?01001001?1000??00?0?1100?0001101000110000100?00??10000111120?012100000001010?2001001000

Loberolus          00000200000110100011200000001001101001101?100100011111100?0010101000110100100?011010000110100?000001000001010?1000001001

Loberonotha        0010020000000?00101120000000111111002010010100??0000?1100?0100001000111100110?00??10000110110?010001000001000?211?000000

Loberopsyllus      10(01)0020000000?1010110000000(01){01}000?00001101?0000??0011000(01)0?000002110000000110(01)000??10110111100?0011011002000?0?201?0(01)11??

Loberoschema       00(01)102000000100(01)10110000000(01)1000?00(01)0111(01)10001000110?01010000101100001000010(01)0(01)1101010001?110?000101110211010?2001001011

Loberus            00(01)00300000(01)100(01)1011(02)00000001{01}01100001(01)0(01)1(01)001(01)001(01)0?(01)100?00(01)0101000(01)(01)(01)0(01)010(01)(01)011110000111100?000(01)01000(01)(01)1010?20(01)10(01)1(01)01

Lobosternum        0001020000001000101100000000110100000110000001000010?0100?0000011201010000101010??100100101??????????00101000?20010011??

Macrophagus        0010020000000?101011200000001001100000101?0100??001100000?0000001000011111110??0??1000?????3010100000001000?11201?001000

Microlanguria      0000030000000?111011200100001000?00001101?1001(01)00110?1000?00001010011100101011011110000010120?01011100000101111001001000

Nomotus            1100031000000?111111000111011101000002001?1001000110?0000?0010001000110001110?0111100001101??????????00101011121010(01)1000

Othniocryptus      00000100000010001011200000010?01100001101?0100??0010?0000?0000001000111111110??0??1000?????3000101010001000?0?001?001000

Paphezia           00000200000110011011200000001000?03001001?1001000010?0100?0000001010000000100?011110110111100?01?101000111010?20010011??

Paracladoxena      1(01)00030000010?111011200100001001100(01)0(01)001?1001000010?1000?00001010000100001010010110(01)00?11120?01010100010101111(01)010(01)1100

Penolanguria       1100030000000?111000?00100101100?0000(02)001?0101000010?0100?1000001000100000100??1111000?????20?010101000001011110(01)1001001

Pharaxonotha       0010020000100?101110?0000000{01}0111(01)0(01)0(01)101?0(01)011100110(01)000?0{01}10101000111000110?01110?000110100?010100?000000?0?2000001001

Platoberus         0100022010010?011011200100010?00?00111101?1001110110?0100?00001012011100(01)010(01)011110?10011104101?0010000011010?0001(01)11001

Protoloberus       0000020011000?111000?10000100?0101000100000001000010?1000?0100101000101110110?00??10000110100?0001000001000?0?2000001001

Pseudhapalips      000002000000100010112000000010011001111101101110011100100?00101010011010101111011110000110100?010010000011010?1000011000

Setariola          00(01)0020000100?001011200020000?110000011000010111011100000?0010101000001000100?00??0?000?00110?000101100101000?201?011001

Stengita           00010{12}000000100(01)1011000000011000?00101111?0001000010?0(01)011000101120001100010(01)0011010100?101(01)0?0(01)0101110201000?2001011011

Stenodina          000003000000100000112000000010011030011001000100011112100?0110101000111100111001101000011??00?000001000001010?2001001001

Telmatoscius       00100200000110011111200000001001102001001?0001000010?0100?01101010000100101010?1111000?????00?000101000101010?001?011001

Thallisella        0000030000000?0110112001{01}0010?00?00(01)0101(01)10000??0010?1000?000000100111001010110(01)(01)10?000?111510010111000111010?1001011000

Toramus            00(01)(01)00000000001(01)1011200000001{01}10?00(01)01(01)(01)1?000{01}000010?0(01)0110000{01}11000(01)1(01)00010(01)00(01)0110100110110?001100(01)102(01)10(01)0?201?(01)(01)1(01)11

Truquiella         00000300000010001111000000000?00?00000101?000110001100100?00001010011100101110011010000111100?1?0111000001010?2000101000

Xenocryptus        0010030000000?101011000000001111100001101?0100??001101000?0000001000111110110?00??10000110110?0101001000000?102000011000

Xenoscelis         00000200000010100010?00000101111100012001?0100??10121201??0000101000001110110?00??10000110100?00000?0000000?102001011000

Zavaljus           0010010001000?101000?1000010110111000100000000??001100000?0000101000101110110?00??11000110100?0101001000001?101000011001

;

END;

BEGIN ASSUMPTIONS;


OPTIONS  DEFTYPE=unord PolyTcount=MAXSTEPS ;

END; 

BEGIN TREES; 


TRANSLATE



1
Biphyllidae,



2
Cryptophagus,



3
Lamingtonium,



4
Myriabola,



5
Ancestor,



6
Dacninae,



7
Encaustinae,



8
Erotylinae,



9
Megalodacninae,



10
Tritominae,



11
Acryptophagus,



12
Anadastus,



13
Atomarops,



14
Bolerus,



15
Brachypterosa,



16
Cathartocryptus,



17
Cladoxena,



18
Crotchia,



19
Crowsenguptus,



20
Cryptophilus,



21
Dasydactylus,



22
Empocryptus,



23
Fitoa,



24
Hapalips,



25
Henoticonus,



26
Languria,



27
Lepidotoramus,



28
Leucohimatium,



29
Loberogosmus,



30
'"Loberolus"',



31
Loberolus,



32
Loberonotha,



33
Loberopsyllus,



34
Loberoschema,



35
Loberus,



36
Lobosternum,



37
Macrophagus,



38
Microlanguria,



39
Nomotus,



40
Othniocryptus,



41
Paphezia,



42
Paracladoxena,



43
Penolanguria,



44
Pharaxonotha,



45
Platoberus,



46
Protoloberus,



47
Pseudhapalips,



48
Setariola,



49
Stengita,



50
Stenodina,



51
Telmatoscius,



52
Thallisella,



53
Toramus,



54
Truquiella,



55
Xenocryptus,



56
Xenoscelis,



57
Zavaljus


;

END;

BEGIN MACCLADE;

Version 3.05;

LastModified -1227879949;

Singles 0000&/0;

END;

Successive approximations weighting tree shown in Fig. 101:

(1,(((((2,(((3,4),5),6)),((((((9,49),(30,45)),((18,23),32)),16),((12,29),15)),11)),(((((((7,43),(41,48)),((((((((8,22),35),17),26),39),(13,38)),14),34)),(10,(20,50))),31),((19,(37,47)),(27,46))),(28,(33,36)))),(((21,25),(24,40)),44)),(((42,53),52),51)))

Successive approximations weighting tree shown in Fig. 102:

(1,((((2,3),31),((((((5,(((6,7),8),9)),14),((((12,52),(33,48)),((15,32),(18,19))),((21,26),35))),((((((10,46),(44,51)),((((((((11,25),38),20),29),42),(16,41)),17),37)),(13,(23,53))),34),((22,(40,50)),(30,49)))),(((24,28),43),(27,47))),(((36,39),54),((45,56),55)))),4))

Consensus tree shown in Fig. 103:

(Ancestor,(Dacninae,(((Encaustinae,Erotylinae),Megalodacninae),Tritominae)),((Acryptophagus,Pseudhapalips),(((Anadastus,Languria),Nomotus),Dasydactylus),(Bolerus,(Hapalips,Truquiella)),(Cladoxena,Paracladoxena),Crotchia,Fitoa,'"Loberolus"',(Loberolus,Stenodina),Loberus,Microlanguria,Paphezia,Penolanguria,(Platoberus,Thallisella),Telmatoscius),Atomarops,Brachypterosa,Cathartocryptus,Crowsenguptus,Cryptophilus,(Empocryptus,Lepidotoramus,Lobosternum),Henoticonus,Leucohimatium,Loberogosmus,Loberonotha,Loberopsyllus,(Loberoschema,Stengita),Macrophagus,Othniocryptus,Pharaxonotha,((Protoloberus,Zavaljus),Xenoscelis),Setariola,Toramus,Xenocryptus)

Successive approximations weighting tree shown in Fig. 104:

(1,(((((2,(((3,4),5),6)),((((((9,49),(30,45)),((18,23),32)),16),((12,29),15)),11)),(((((((7,43),(41,48)),((((((((8,22),35),17),26),39),(13,38)),14),34)),(10,(20,50))),31),((19,(37,47)),(27,46))),(28,(33,36)))),(((21,25),(24,40)),44)),(((42,53),52),51)))

Successive approximations weighting tree shown in Fig. 105:

(1,(((((2,(((3,4),5),6)),(((((((9,49),(30,45)),16),(11,15)),(12,29)),32),(18,23))),((((((7,43),(41,48)),((((((((8,22),35),17),26),39),(13,38)),14),34)),(10,(20,50))),31),((19,(37,47)),(27,46)))),(((21,25),40),(24,44))),(((28,(33,36)),51),((42,53),52))))

Bootstrap values and tree shown in Fig. 106:

(1:100.0,((2:100.0,3:100.0)33.0:33.0,((((((5:100.0,(((6:100.0,7:100.0)60.2:60.2,8:100.0)50.8:50.8,9:100.0)67.6:67.6)66.7:66.7,(((((12:100.0,52:100.0)37.6:37.6,(33:100.0,48:100.0)78.4:78.4)14.0:14.0,(15:100.0,32:100.0)22.3:22.3)2.1:2.1,((18:100.0,19:100.0)31.1:31.1,((21:100.0,26:100.0)30.1:30.1,35:100.0)22.9:22.9)3.1:3.1)1.8:1.8,(14:100.0,40:100.0)7.0:7.0)2.5:2.5)0.8:0.8,(((((10:100.0,46:100.0)68.7:68.7,13:100.0)22.5:22.5,(23:100.0,53:100.0)41.8:41.8)4.9:4.9,(((((((((11:100.0,25:100.0)46.0:46.0,38:100.0)47.1:47.1,20:100.0)64.4:64.4,42:100.0)13.8:13.8,(16:100.0,41:100.0)45.3:45.3)9.8:9.8,29:100.0)8.6:8.6,17:100.0)12.2:12.2,37:100.0)6.8:6.8,(44:100.0,51:100.0)33.9:33.9)4.9:4.9)1.5:1.5,(((22:100.0,50:100.0)26.4:26.4,34:100.0)8.2:8.2,(30:100.0,49:100.0)47.3:47.3)4.0:4.0)0.4:0.4)5.7:5.7,((((24:100.0,28:100.0)35.4:35.4,43:100.0)33.6:33.6,27:100.0)24.2:24.2,47:100.0)21.4:21.4)1.9:1.9,((31:100.0,54:100.0)12.0:12.0,(36:100.0,39:100.0)44.2:44.2)10.6:10.6)2.2:2.2,((45:100.0,56:100.0)69.6:69.6,55:100.0)17.0:17.0)11.8:11.8)34.4:34.4,4:100.0)0

Jacknife values and tree shown in Fig. 106:

(1:100.0,((2:100.0,3:100.0)35.3:35.3,((((((5:100.0,(((6:100.0,7:100.0)58.0:58.0,8:100.0)49.6:49.6,9:100.0)68.5:68.5)65.0:65.0,(((((12:100.0,52:100.0)35.6:35.6,(33:100.0,48:100.0)75.7:75.7)12.2:12.2,(15:100.0,32:100.0)23.2:23.2)2.5:2.5,((18:100.0,19:100.0)28.3:28.3,((21:100.0,26:100.0)30.3:30.3,35:100.0)20.9:20.9)3.0:3.0)2.4:2.4,(14:100.0,40:100.0)8.3:8.3)2.9:2.9)0.8:0.8,(((((10:100.0,46:100.0)66.6:66.6,13:100.0)20.2:20.2,(23:100.0,53:100.0)38.0:38.0)5.5:5.5,(((((((((11:100.0,25:100.0)44.5:44.5,38:100.0)45.2:45.2,20:100.0)61.0:61.0,42:100.0)13.7:13.7,(16:100.0,41:100.0)42.8:42.8)8.9:8.9,29:100.0)5.9:5.9,17:100.0)9.4:9.4,37:100.0)7.1:7.1,(44:100.0,51:100.0)31.5:31.5)5.9:5.9)1.9:1.9,(((22:100.0,50:100.0)26.2:26.2,34:100.0)6.7:6.7,(30:100.0,49:100.0)45.0:45.0)2.6:2.6)0.5:0.5)5.4:5.4,((((24:100.0,28:100.0)33.5:33.5,43:100.0)32.9:32.9,27:100.0)21.3:21.3,47:100.0)19.8:19.8)2.1:2.1,((31:100.0,(36:100.0,39:100.0)40.2:40.2)12.4:12.4,54:100.0)11.1:11.1)2.7:2.7,((45:100.0,56:100.0)67.4:67.4,55:100.0)19.7:19.7)11.7:11.7)33.7:33.7,4:100.0)0

Consenus tree shown in Fig. 107:

(Biphyllidae,((Cryptophagus,Lamingtonium),(Dacninae,(((Encaustinae,Erotylinae),Megalodacninae),Tritominae)),(((((Acryptophagus,Pseudhapalips),(Platoberus,Thallisella)),((((Anadastus,Languria),Nomotus),Dasydactylus),(Cladoxena,Paracladoxena),Crotchia,'"Loberolus"',Penolanguria),Microlanguria),(Bolerus,(Hapalips,Truquiella))),((Fitoa,Telmatoscius),(Loberolus,Stenodina)),Loberus),Atomarops,Cathartocryptus,(Crowsenguptus,Cryptophilus),Empocryptus,Henoticonus,Lepidotoramus,Leucohimatium,Loberogosmus,Loberonotha,Loberopsyllus,(Loberoschema,Stengita),Lobosternum,Macrophagus,Othniocryptus,Pharaxonotha,(Protoloberus,Zavaljus),Setariola,Toramus,Xenocryptus,Xenoscelis),Myriabola)

Phenogram shown in Fig. 108.

(1,(((2,3),((((5,(((6,7),8),9)),((((12,35),(21,26)),((33,48),52)),((14,(18,19)),(15,32)))),(((((((10,46),13),44),(37,51)),(23,53)),((((((11,25),38),20),(16,41)),42),(17,29))),(((22,50),(34,40)),(30,49)))),(((((24,43),(27,28)),47),((45,56),55)),((31,54),(36,39))))),4))

